Investigating the Regulation of bS21 Homologs in Francisella tularensis
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a) How does bS21-2 affect its own production?
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Translational Fusion Constructs and Predictions
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The 5' UTR of the rpsU2 gene
is sufficient to permit
regulation by bS21

bS21-2 transcript is uniquely
repressed by all three
homologs

Regulation of transcript is not
equivalent to the regulation
at the protein level

* Determine if transcript
abundance is due to changes
in stability or termination
during transcription
Assess how the 5' UTR
structure of the rpsU2
transcript impacts translation



