Investigating the Regulation of bS21 Homologs in Francisella tularensis
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Post-Transcriptional Control

Stoichiometric r-protein Excess r-protein

00

Relative lacZ Transcript
Abundance
(@))

o
bS21-2 +
Promoter tul4
5'UTR tul4

References
Trautmann, H. S., Ramsey, K. M., (2022). A ribosomal protein homolog governs gene expression and virulence in a bacterial pathogen. J. Bacteriol. Res., In Press.




	Slide 1: Investigating the Regulation of bS21 Homologs in Francisella tularensis 

