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FEATURES             Location/Qualifiers

     source          1..2179

                     /organism="Shuttle vector pHS17"

                     /mol_type="genomic DNA"

                     /db_xref="taxon:115109"

                     /note="Fusobacterium nucleatum-Escherchia coli shuttle

                     vector"

     misc_feature    1..2179

                     /note="ermF-ermAM gene cassette derived from plasmid

                     pVA2198"

     gene            293..1093

                     /gene="ermF"

     CDS             293..1093

                     /gene="ermF"

                     /codon_start=1

                     /transl_table=11
                     /product="ErmF"

                     /protein_id="AAF34636.1"

                     /db_xref="GI:6979874"

                     /translation="MTKKKLPVRFTGQHFTIDKVLIKDAIRQANISNQDTVLDIGAGK

GFLTVHLLKIANNVVAIENDTALVEHLRKLFSDARNVQVVGCDFRNFAVPKFPFKVVS

NIPYGITSDIFKILMFESLGNFLGGSIVLQLEPTQKLFSRKLYNPYTVFYHTFFDLKL

VYEVGPESFLPPPTVKSALLNIKRKHLFFDFKFKAKYLAFISCLLEKPDLSVKTALKS

IFRKSQVRSISEKFGLNLNAQIVCLSPSQWLNCFLEMLEVVPEKFHPS"

     gene            1329..2066

                     /gene="ermAM"

     CDS             1329..2066

                     /gene="ermAM"

                     /codon_start=1

                     /transl_table=11
                     /product="ErmAM"

                     /protein_id="AAF34637.1"

                     /db_xref="GI:6979875"

                     /translation="MNKNIKYSQNFLTSEKVLNQIIKQLNLKETDTVYEIGTGKGHLT

TKLAKISKQVTSIELDSHLFNLSSEKLKLNTRVTLIHQDILQFQFPNKQRYKIVGSIP

YHLSTQIIKKVVFESHASDIYLIVEEGFYKRTLDIHRTLGLLLHTQVSIQQLLKLPAE

CFHPKPKVNSVLIKLTRHTTDVPDKYWKLYTYFVSKWVNREYRQLFTKNQFHQAMKHA

KVNNLSTVTYEQVLSIFNSYLLFNGRK"

ORIGIN      

        1 ggtacccccg
 atagcttccg ctattgcttt tttgctcatc ggtatttgca acatcataga
       61 aattgcatac ctttgttcct cggttatatg tttgctcatc tgcaactttt ttttctttgg
      121 acggacaatt aaagcaaaga tagcaaactt tatccattca gagtgagaga aagggggaca
      181 ttgtctctct ttcctctctg aaaaataaat gtttttattg cttattatcc gcacccaaaa
      241 agttgcattt ataagttgaa ctcaagaagt attcacctgt aagaagttac taatgacaaa

      301 aaagaaattg cccgttcgtt ttacgggtca gcactttact attgataaag tgctaataaa
      361 agatgcaata agacaagcaa atataagtaa tcaggatacg gttttagata ttggggcagg
      421 caaggggttt cttactgttc atttattaaa aatcgccaac aatgttgttg ctattgaaaa
      481 cgacacagct
 ttggttgaac atttacgaaa attattttct gatgcccgaa atgttcaagt
      541 tgtcggttgt gattttagga attttgcagt tccgaaattt cctttcaaag tggtgtcaaa
      601 tattccttat ggcattactt ccgatatttt caaaatcctg atgtttgaga gtcttggaaa
      661 ttttctggga ggttccattg tccttcaatt agaacctaca caaaagttat tttcgaggaa
      721 gctttacaat ccatataccg ttttctatca tacttttttt gatttgaaac ttgtctatga
      781 ggtaggtcct gaaagtttct tgccaccgcc aactgtcaaa tcagccctgt taaacattaa
      841 aagaaaacac ttattttttg attttaagtt taaagccaaa tacttagcat ttatttcctg
      901 tctgttagag aaacctgatt tatctgtaaa aacagcttta aagtcgattt tcaggaaaag
      961 tcaggtcagg tcaatttcgg aaaaattcgg tttaaacctt aatgctcaaa ttgtttgttt
     1021 gtctccaagt caatggttaa actgtttttt ggaaatgctg gaagttgtcc ctgaaaaatt
     1081 tcatccttcg tagttcaaag tcgggtggtt gtcaagatga tttttttggt ttggtgtcgt
     1141 ctttttttaa gctgccgcat aacggctggc aaattggcga tggagcggaa acgtaaaaga
     1201 agttatggaa ataagactta gaagcaaact taagagtgtg ttgatagtgc agtatcttaa
     1261 aattttgtat aataggaatt gaagttaaat tagatgctaa aaatttgtaa ttaagaagga
     1321 gtgattacat
 gaacaaaaat ataaaatatt ctcaaaactt tttaacgagt gaaaaagtac
     1381 tcaaccaaat aataaaacaa ttgaatttaa aagaaaccga taccgtttac gaaattggaa
     1441 caggtaaagg gcatttaacg acgaaactgg ctaaaataag taaacaggta acgtctattg
     1501 aattagacag tcatctattc aacttatcgt cagaaaaatt aaaactgaat actcgtgtca
     1561 ctttaattca ccaagatatt ctacagtttc aattccctaa caaacagagg tataaaattg
     1621 ttgggagtat tccttaccat ttaagcacac aaattattaa aaaagtggtt tttgaaagcc
     1681 atgcgtctga catctatctg attgttgaag aaggattcta caagcgtacc ttggatattc
     1741 accgaacact agggttgctc ttgcacactc
 aagtctcgat tcagcaattg cttaagctgc
     1801 cagcggaatg ctttcatcct aaaccaaaag taaacagtgt cttaataaaa cttacccgcc
     1861 ataccacaga tgttccagat aaatattgga agctatatac gtactttgtt tcaaaatggg
     1921 tcaatcgaga atatcgtcaa ctgtttacta aaaatcagtt tcatcaagca atgaaacacg
     1981 ccaaagtaaa caatttaagt accgttactt atgagcaagt attgtctatt tttaatagtt
     2041 atctattatt taacgggagg aaataattct atgagtcgct tttgtaaatt tggaaagtta
     2101 cacgttacta aagggaatgt agataaatta ttaggtatac tactgacagc ttcggggatc

     2161 ctctagagtc gacctgcag
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