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F. tularensis can remain viable between 21 and 56 days at 4°C in freshwater
Assessed survival of transposon mutant library after incubation in freshwater kept at 4°C
FTL_0508, mpl, is a candidate for a gene essential for F. tularensis survival in freshwater
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ligase
* Important for cell wall synthesis

1.E+01

«B=Rep. 14°C «@mRep. 24°C Rep.34°C & Mutants

Figure 6: Crystal structure © of UDP-N-
acetylmuramate:L-alanyl-gamma-D-glutamyl-meso-
diaminopimelate ligase from Psychrobacter arcticus?
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