bS21 AT content comparisons
	Species
	bS21 AT content (%)
	Genomic AT content (%)

	Burkholderia_xenovorans_LB400 A
	43.67
	37.6

	Burkholderia_xenovorans_LB400 B
	46.01
	37.6

	Ralstonia_solanacearum_GMI1000
	36.62
	33.1

	Cupriavidus_taiwanensis A
	42.25
	32.7

	Cupriavidus_taiwanensis B
	42.25
	32.7

	Burkholderia_pseudomallei_S13 A
	38.03
	31.8

	Burkholderia_pseudomallei_S13 B
	40.85
	31.8

	Burkholderia_pseudomallei_S13 C
	39.91
	31.8

	Burkholderia_mallei_10229 A
	38.03
	32

	Burkholderia_mallei_10229 B
	42.96
	32

	Neisseria_meningitidis_Z2491
	45.54
	48.2

	Francisella tularensis subsp. holarctica LVS rpsU1
	64.15
	68

	Francisella tularensis subsp. holarctica LVS rpsU2
	63.64
	68

	Francisella tularensis subsp. holarctica LVS rpsU3
	68.16
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Yellow = greater than 7% difference compared to gDNA
Maybe Cupriavidus acquired it from a Burkholderia species? Or Neisseria?
Maybe Burkholderia mallei and/or pseudomallei acquired it from Neisseria?
Burkholderia xenovorans is pretty different from all the others and is spatially quite far apart on the tree – may have acquired it earlier?
