Alignment of pdpA UTR mutations
From TSS to ala-linker
Highlighted in yellow are mutations from wild-type
Highlighted in pink is start codon
Highlighted in blue is potential RBS

WT pdpA: 		agttatgttctaattaagtagacaatgatagcagtaaaagat
Mut 1:		agttatgttctaattaagtaCTcaatgatTgcagtaaaagat
Mut 1_restore: 	agttatgtAGtaattaagtaCTcaatgatagcagtaaaagat
Mut 2: 		agttatgtActGattaagtagacaatgatagcagtaaaagat
Mut 2_restore: 	agttatgtActGattaagCagTcaatgatagcagtaaaagat
