BPSL1750 sequence
MKLIGKQSGAALPLDETLPAPDAAPLRLDEWLPYQLFLPAQHVARVLAEFYGPRYGIDQPAWRILATIVDRPGTNARQIGAALGMDAVSVSRGIAQLVGAGFARRDAARNDRRYACVMATPAGRAAFDDIAAVCIAVERRLLDVLTPEERATLAVALPKIGRESERIAIVGWQRLLDGA
Predicted structure from Phyre: winged helix-turn-helix


Similar species from BLAST:
Obviously tons of similiarity to other Burkholderia marR proteins and other types of Burkholderia. Also highly similar (99% identity) to a pseudomonas gene 
