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Introduction
Identify and describe the relevant background information needed to understand this research paper. Where does this paper fit within the context of what is (or was) known about this topic? Identify the key observation/question that the authors are attempting to explain with their research. 
· rlmA – required for the organism to achieve maximal fungal burden in the lung
· stlA – regulates the expression of multiple secondary metabolite gene clusters and mycotoxin genes independently of laeA
Methods
· Nanostring
· Measures nucleic acid content by counting molecules directly 
· DNA and RNA analysis
· Crispr-Cas9!!
· RNA-seq
· Stress Assays
· RT-PCR
· Host cell interactions
· 
Figure 
What is the hypothesis being tested?
How is the hypothesis being tested? (Methodology and what is being measured)
What are the results?
What is the interpretation of the results?

Conclusion/Discussion
What are the major conclusions from this study? 

Additional Notes


Questions?


