Benjamin Moore – Ramsey Lab Notebook (Mar/Apr 2024)		Page | 1

Table of Contents
March 2024	3
Friday, March 1, 2024	3
Ribosome Purification Day Three	3
Table. Nanodrop A260 readings for ribosome dilutions.	3
Table. Sample data for purified ribosomes.	3
Monday, March 4, 2024	4
Tuesday, March 5, 2024	4
Thursday, March 7, 2024	5
In Vitro Assay 3/7/24	5
PureExpress Delta Ribosome Kit Protocol	5
Friday, March 8, 2024	7
Table. Primers and DNA loaded for the PCR.	7
Figure. Johanyx’s PCR samples run on a gel.	8
Tuesday, March 12, 2024	8
Nano-Glo® Luciferase Assay Protocol	8
Figure. Kasugamycin Inhibition Assay Measuring nLuc Luminescence with Translation of pKR214 (T7-tul4-nLuc) by E. coli Ribosomes	9
Figure. Deviation calculations for 240229 inhibition assay.	10
Figure. Deviation calculations for 240312 inhibition assay.	10
Wednesday, March 13, 2024	10
Calculations for in vitro assay with Kasugamycin	10
Calculations for in vitro assay with Thiostrepton	11
In Vitro Assay 3/13/24	12
PureExpress Delta Ribosome Kit Protocol	12
Thursday, March 14, 2024	13
Ribosome Purification Day One	13
Friday, March 15, 2024	14
Ribosome Purification Day Two	15
Saturday, March 16, 2024	15
Ribosome Purification Day Three	15
Monday, March 18, 2024	15
To Do:	15
Bibliography	15




[bookmark: _Toc161511476]March 2024
[bookmark: _Toc161511477]Friday, March 1, 2024
To Do: 
1. Make CHAH plates
2. Measure ribosome concentrations and freeze aliquots
Results and Data:
I made aliquots of nuclease-free water to store in my drawer, and I removed Johanyx’s PCR samples from the thermocycler and put them in her cloning box in the -20C.
[bookmark: _Toc160106926][bookmark: _Toc161511478]Ribosome Purification Day Three
· Pellet any remaining debris in the microfuge at max speed for 5 mins.
· Save the supernatant without aspirating the pellet.
· Take multiple concentration readings from the supernatant by diluting 2 uL in 198 uL of water (1:100 dilution) twice for each sample and then measuring the concentration of each dilution three times on the Nanodrop.
· Multiply the average A260 reading for each sample (six measurements) by the dilution factor (100), then divide by 14.5 to give you the concentration in micrograms per microliter. Take that number and divide by 2.7 to get the concentration in pmol per microliter. If the concentration is still too high to read, make a greater dilution and multiply by the appropriate dilution factor.
· I did not dilute these samples, because we will be sending one in for structure analysis and using the other to prepare tight-coupled ribosomes using a protocol from Christine Dunham.
· Spin the tubes briefly in benchtop microcentrifuge, and freeze at -80 °C.
[bookmark: _Toc161511479]Table. Nanodrop A260 readings for ribosome dilutions.
	Sample ID
	ng/µl
	A260 (Abs)

	1a1
	189.4
	4.736

	1a2
	189.7
	4.741

	1a3
	191.5
	4.788

	1b1
	185.2
	4.63

	1b2
	186.9
	4.672

	1b3
	186.4
	4.661

	2a1
	183
	4.576

	2a2
	182.2
	4.556

	2a3
	184.4
	4.61

	2b1
	186
	4.649

	2b2
	190.4
	4.759

	2b3
	187.2
	4.68


[bookmark: _Toc161511480]Table. Sample data for purified ribosomes.
	Sample ID
	Diluted?
	Dilution Ratio
	Date Measured
	A260
	ug/uL
	pmol/uL
	OD600
	Media
	Pellet Weight (g)

	LVS_D1D3_1
	Y
	1:100
	3/1/2024
	4.705
	32.446
	12.017
	0.510, 0.539
	BHI
	2.25

	LVS_D1D3_2
	Y
	1:100
	3/1/2024
	4.638
	31.989
	11.848
	0.463, 0.483
	BHI
	1.89


I removed one of the three samples of KRLVS294 (#3 of 3) from my personal cell stocks in the -80C that were made on 1/29/24 and transferred it to the Strains Box 10 as KRLVS294.2 and updated the strains list accordingly. We would need to sequence the DNA or run a diagnostic digest to ensure that this has the pKR217 plasmid, but the colony sizes are similar to those of other LVS ΔrpsU1 ΔrpsU2 strains that we electroporated with plasmids from the cloning library (see last figure of plate with LVS ΔrpsU1ΔrpsU2 pF-E2-27_3 from 2/6/24.
[bookmark: _Toc161511481]Monday, March 4, 2024
To Do: 
1. Make CHAH and CHAH-Kan plates
2. Send out ribosome sample
Results and Data:
I made CHAH and CHAH-Kan plates today.

I sent out the ribosome sample to Duke University. I prepared the shipment and dropped it off at the shipping and receiving area in the loading dock at 3 PM, and FedEx just came and picked up the package. Tippawan was not in, so I corresponded with Cindy Sorlien and spoke with someone at the Chemistry stockroom. I was able to get 5.5 pounds of dry ice in a styrofoam box, although the stockroom employee did not know how much it cost. I prepared a shipping label addressed to Dr. Rajiv Singh for priority overnight shipping (just a few dollars more than standard shipping). I transferred the sample to a cryovial and put it in a plastic bag along with a piece of paper with information about the sample.

LVS ΔrpsU1 ΔrpsU3 Ribosomes
150 uL Volume
31.989 mg/uL
11.848 pmol/uL

Resuspended in H10M10A50 buffer:
10 mM HEPES KOH pH 7.6
10 mM MgCl2
50 mM NH4Cl

Tracking no.: 775404915023

I helped Johanyx run a gel for her test PCR, but unfortunately we did not see any bands for any of the samples. We reran the PCR using fresh buffer, dNTPs, and polymerase, and we will run the samples on a gel tomorrow.

Johanyx looked at her plates for testing sucrose selectivity. I patched out twelve colonies from the 10-7 CHAH+10% sucrose plate onto CHAH and CHAH-Kan.
[bookmark: _Toc161511482]Tuesday, March 5, 2024
To Do: 
1. Redo Ksg assay
2. Run test PCR gel with Johanyx
Results and Data:
Johanyx ran the PCR samples from yesterday on a gel but still did not have bands, so she ran another PCR using 1 uL of template instead of 0.4 uL.

[bookmark: _Toc161511483]Thursday, March 7, 2024
To Do: 
1. Redo Ksg inhibition assay
2. Help George put a slide together for LM
3. Help Johanyx set up another test PCR and make dilutions for colony PCR
Results and Data:
Yesterday, Alex ran a gel for Johanyx and there were still no bands, so we will probably test the primers next. I believe that KROL15 and KROL16 would work because they amplify off LVS gDNA. If that works, it would tell us something is wrong with the primer stocks. Today, I’m going to redo the Ksg assay using the DMSO stocks from the freezer, help George, work on my presentation, and help Johanyx with running another PCR and doing a colony PCR with her transformants. We can make the PCR dilutions, but we should probably wait to run the PCR reaction until we know if something is wrong with the primers.
[bookmark: _Toc161511484]In Vitro Assay 3/7/24
[bookmark: _Toc161511485]PureExpress Delta Ribosome Kit Protocol
· Set up PCR reaction tubes.
	Tube
	Purpose

	1
	No abx

	2
	50uM Thiostrepton

	3
	DMSO

	4
	5mM Ksg

	5
	1mM Ksg

	6
	50uM Ksg

	7
	5uM Ksg

	8
	control


· Thaw all components on ice. Pulse-spin in microfuge to collect solutions to bottom of tubes. If Solution A has precipitates, mix well prior to assembling reaction. Do not vortex Solution B. 
· Solution A
· Factor Mix
· Ribosomes (EC singleton - 8/16/23)
· Kasugamycin
· Phenol-chloroform purified pKR214
· Measure ribosome concentration.
· Dilute ribosomes to 3.077 pmol/uL in H10M10A50 buffer, enough for a final volume of 13 uL per reaction and 40 pmol per reaction.
	
	Concentration (C1)
	Desired Concentration (C2)
	Desired Volume (V2)
	Sample Volume (V1)
	Buffer Volume

	8/16 E. coli
	5.582 pmol/uL
	3.077 pmol/uL
	108.8 uL
	60 uL
	48.8 uL


· Dilute DNA in 0.1xEB to a concentration of 125 ng/uL.
	Sample
	Concentration (C1)
	Desired Conc. (C2)
	Desired Volume (V2)
	Sample Volume (V1)
	Buffer Volume

	Phenol:chloroform purified pKR214
	899.4 ng/uL
	125 ng/uL
	20 uL
	2.78 uL
	17.22


· Prepare stocks of Kasugamycin, Thiostrepton, and DMSO 
· Thiostrepton was 10 mg/mL in DMSO
· Create a Master Mix by adding Solution A, Factor Mix, and the plasmid template to a tube and mix by pipetting. To calculate working volumes, multiply required volumes by 1.2 to account for pipetting error. If you are running an inhibition assay, you can include ribosomes in the Master mix. I included enough ribosomes for 7 reactions, because the eighth reaction is a no ribosome control. I will combine Solution A, Factor Mix, and the plasmid first, aliquot the negative control, and then add the ribosomes and make the remaining aliquots. To calculate working volumes for Solution A, Factor Mix, and the plasmid, I multiplied the total volume for seven reactions times 1.2 and then I added the volume for an eighth reaction. This way, once I remove 15 uL for the eighth reaction, the proportions for the components in the Master Mix will match the proportion of the ribosomes I add.
	Master Mix Components
	Volume Each (uL)
	Total Volume (uL)
	Total x1.2

	Solution A
	10
	70+10
	84+10=94

	Factor Mix
	3
	21+3
	25.2+3=28.2

	E. coli ribosomes
	13
	91
	109.2

	Phenol-chloroform purified pKR214
	2
	14+2
	16.8+2=18.8


· Add Master Mix to each tube.
· Add water to respective tubes.
· Add treatment to respective tubes.
	Tube
	Solution A
	Factor Mix
	Ribosomes
	DNA (125 ng/uL)
	Treatment
	Water

	1
	10 uL
	3 uL
	13 uL 8/16 E. coli
	2 uL Phenol:chloroform purified pKR214
	-
	1 uL

	2
	10 uL
	3 uL
	13 uL 8/16 E. coli
	2 uL Phenol:chloroform purified pKR214
	0.25 uL Thiostrepton
	-

	3
	10 uL
	3 uL
	13 uL 8/16 E. coli
	2 uL Phenol:chloroform purified pKR214
	0.25 uL DMSO
	-

	4
	10 uL
	3 uL
	13 uL 8/16 E. coli
	2 uL Phenol:chloroform purified pKR214
	1.14 uL 132 mM Ksg stock
	-

	5
	10 uL
	3 uL
	13 uL 8/16 E. coli
	2 uL Phenol:chloroform purified pKR214
	1 uL 30 mM Ksg stock
	-

	6
	10 uL
	3 uL
	13 uL 8/16 E. coli
	2 uL Phenol:chloroform purified pKR214
	1 uL 1.5 mM  Ksg stock
	-

	7
	10 uL
	3 uL
	13 uL 8/16 E. coli
	2 uL Phenol:chloroform purified pKR214
	1 uL 0.15 mM  Ksg stock
	15 uL

	8
	10 uL
	3 uL
	-
	2 uL Phenol:chloroform purified pKR214
	-
	


· Reaction 7 had slightly less Master Mix – I was down to the last of it and there were some bubbles that were aspirated. 
· The ribosomes and Master Mix (without the treatments) were added to the PCR tubes and sat for about an hour and a half before the treatments were added.
· Mix gently and pulse-spin in microfuge to collect mixture at the bottom of the tube
· Incubate at 37C for 2 hours in thermocycler
· Stop the reaction by placing tubes on ice.
· Freeze at -20C.
[bookmark: _Toc161511486]Friday, March 8, 2024
To Do: 
1. Finish Ksg inhibition assay
2. Make dilutions for colony PCR
3. Run gel for Johanyx’s PCR
Results and Data:
I ran a gel for Johanyx’s PCR and it came back with no bands. The primers can be faintly seen at the bottom.
[bookmark: _Toc161511487]Table. Primers and DNA loaded for the PCR.
	Lane
	1
	2
	3
	4

	DNA
	LVS gDNA
	none
	LVS gDNA
	None

	Primers
	KROL15, 16
	KROL15, 16
	KROL661, 662
	KROL661, 662



[image: A black and white image of a black rectangular object

Description automatically generated with medium confidence] 
[bookmark: _Toc161511488]Figure. Johanyx’s PCR samples run on a gel.
[bookmark: _Toc161511489]Tuesday, March 12, 2024
To Do: 
1. Finish Ksg inhibition assay
Results and Data:
[bookmark: _Toc161511490]Nano-Glo® Luciferase Assay Protocol
· Prepare plate map and list samples and controls
	· 
	1
	2
	3
	4
	5
	6
	7
	8
	9
	10
	11
	12

	A
	1a
	
	1b
	
	1c
	
	5a
	
	5b
	
	5c
	

	B
	
	
	
	
	
	
	
	
	
	
	
	

	C
	2a
	
	2b
	
	2c
	
	6a
	
	6b
	
	6c
	

	D
	
	
	
	
	
	
	
	
	
	
	
	

	E
	3a
	
	3b
	
	3c
	
	7a
	
	7b
	
	7c
	

	F
	
	
	
	
	
	
	
	
	
	
	
	

	G
	4a
	
	4b
	
	4c
	
	8a
	
	8b
	
	8c
	

	H
	
	
	
	
	
	
	
	
	
	
	
	


· Thaw reactions on ice
· Thaw Nano-Glo® Luciferase Assay Buffer and Nano-Glo® Luciferase Assay Substrate on ice – mix by pipetting
· Prepare appropriate volume of reconstituted reagent by combining one volume of substrate with 50 volumes of buffer – mix by pipetting
	# Reactions = A
	A x 1.2 = B
	B x 50 uL Buffer
	B x 1 uL Substrate

	8
	9.6
	480
	9.6


· Add the mixed NanoGlo reagent to PCR tubes in 40 uL volumes corresponding to the number of reactions in the assay
· Bring white 96-well plate, the reconstituted reagent, a waste container, the flash drive, a razor blade, and the reactions on ice as well as a 200 uL multichannel pipettor and tips to the plate reader
· Turn on the plate reader and wait for it to initialize
· Select appropriate protocol
· Add equal volume of assay substrate to reaction volume (30 uL) using the multichannel pipettor and mix by pipetting
· Set timer for 3 minutes (The reaction ran for about another 40 seconds.)
· As the 3 minute incubation is taking place, pipette 18 uL/well three times for each reaction to set up a technical triplicate, changing your tips in between each time you pipette. (The last aliquots for reactions 3 and 7 had bubbles so may not have been full volumes.)
· Read the plate on the appropriate settings
Note: Ensure luminescence values remain within the linear range of 10^3 and 10^8
· Export data as Excel file and save to flash drive
· Save reactions in -20C for future Western blots
The overall signal for the reactions was lower than last time the inhibition assay was performed. This could be because the ribosomes were from a different purification. Could it have been affected by the fact that the ribosomes sat with the Master Mix on ice for about an hour and a half before the treatments were added and the reactions were incubated? Also, the reactions treated with Kasugamycin had a higher signal than the reaction with no antibiotic, the reaction with 1 mM Ksg had the highest signal as opposed to having the lowest signal of the Ksg treatments and being about half the signal of the no antibiotic reaction in the previous assay, and the reactions treated with Ksg did not seem to follow a trend with their signal corresponding to their Ksg concentration. These results are troubling. I am not sure how much of this may be due to the fact that the reactions sat out on ice for a little over an hour before the treatments were added and the incubation step began. Could there have been pipetting error? I will repeat this inhibition assay a third time, and the results will likely resemble either the first time or this second time, but right now we can’t be conclusive because both assays we ran so far look different.

[bookmark: _Toc161511491]Figure. Kasugamycin Inhibition Assay Measuring nLuc Luminescence with Translation of pKR214 (T7-tul4-nLuc) by E. coli Ribosomes

I also looked at deviation in pipetting the technical triplicates for both inhibition assays by subtracting the luminescence values for each well from the average of the three wells in the triplicate and dividing by the average (see figures below). Overall, the middle reads seemed to have the lowest deviation, and the last two reactions in the Feb 29 assay had the highest deviation. Next time, I will try using the multi-dispense function.

[image: A screenshot of a graph

Description automatically generated]
[bookmark: _Toc161511492]Figure. Deviation calculations for 240229 inhibition assay.

[image: A table with numbers and text

Description automatically generated]
[bookmark: _Toc161511493]Figure. Deviation calculations for 240312 inhibition assay.

I made a 1 mL aliquot of 10 mg/mL Thiostrepton from the Gregory lab and stored it in the fridge.
[bookmark: _Toc161511494]Wednesday, March 13, 2024
To Do: 
1. Begin third Ksg inhibition assay
2. Prepare for LVS ribosome purification
3. Prepare for splitting protocol
4. Attend George’s exhibition
Results and Data:
[bookmark: _Toc155859880][bookmark: _Toc161511495]Calculations for in vitro assay with Kasugamycin
The molar mass for Kasugamycin (Ksg) is 379.366 g/mol.
To find molarity of our Ksg stock, which is at a concentration of 50 mg/mL, I use the following conversions:

	1 mol
	1 g
	50 mg
	1000 mL

	379.366 g
	1000 mg
	1 mL
	1 L



and get a value of 0.132 M or 132 mM.

The three concentrations of Ksg that I want to use in the assay are 1 mM, 50 uM (0.05 mM), and 5 uM (0.005 mM). If I want to add 1 uL of Ksg stock to each 30 uL in vitro assay reaction, then I need to make three different Ksg stocks with appropriate concentrations. If I use the equation C1V1=C2V2, and I set V1 as 1 uL, then I can find the appropriate concentrations for each stock, which would be C1. C2 would be one of the three desired concentrations (1 mM, 0.05 mM, and 0.005 mM) and V2 would be the reaction volume (30 uL).

	C1V1=C2V2
C1(1 uL) = (1 mM)(30 uL)
C1 = (1 mM)(30 uL)/(1 uL)
C1 = 30 mM
	C1V1=C2V2
C1(1 uL) = (0.05 mM)(30 uL)
C1 = (0.05 mM)(30 uL)/(1 uL)
C1 = 1.5 mM
	C1V1=C2V2
C1(1 uL) = (0.005 mM)(30 uL)
C1 = (0.005 mM)(30 uL)/(1 uL)
C1 = 0.15 mM



To prepare the three diluted stocks, I will start from the 132 mM Ksg stock and dilute with water. If I use C1V1=C2V2 again, substituting either 5 uL or 1 uL for V1, which will be the volume I take from the original stock, I can find the final volume I will need to prepare for the diluted stocks, which will be V2. C1 will be 132 mM, and C2 will be one of the three desired concentrations (30 mM, 1.5 mM, and 0.15 mM).

	C1V1=C2V2
(132 mM)(5 uL) = (30 mM)V2
V2 = (132 mM)(5 uL)/(30 mM)
V2 = 22 uL
22 uL – 5 uL Ksg = 17 uL water
	C1V1=C2V2
(132 mM)(5 uL) = (1.5 mM)V2
V2 = (132 mM)(5 uL)/(1.5 mM)
V2 = 440 uL
440 uL – 5 uL Ksg = 435 uL water
	C1V1=C2V2
(132 mM)(1 uL) = (0.15 mM)V2
V2 = (132 mM)(1 uL)/(0.15 mM)
V2 = 880 uL
880 uL – 1 uL Ksg = 879 uL water



Stock 1 will be 5 uL Ksg + 17 uL water.
Stock 2 will be 5 uL Ksg + 435 uL water. 
Stock 3 will be 1 uL Ksg + 879 uL water.
[bookmark: _Toc161511496]Calculations for in vitro assay with Thiostrepton
The molar mass for Thiostrepton is 1664.83 g/mol.
To find molarity of our stock (borrowed from the Gregory lab), which is at a concentration of 10 mg/mL, I use the following conversions:

	1 mol
	1 g
	10 mg
	1000 mL

	1664.83 g
	1000 mg
	1 mL
	1 L



and get a value of 0.006 M or 6 mM.

Adding 1 uL of Thiostrepton would result in a 200 uM concentration.
[bookmark: _Toc161511497]In Vitro Assay 3/13/24
[bookmark: _Toc161511498]PureExpress Delta Ribosome Kit Protocol
· Set up PCR reaction tubes.
	Tube
	Purpose

	1
	No abx

	2
	200uM Thiostrepton

	3
	4.4mM Ksg

	4
	1mM Ksg

	5
	50uM Ksg

	6
	control


· Thaw all components on ice. Pulse-spin in microfuge to collect solutions to bottom of tubes. If Solution A has precipitates, mix well prior to assembling reaction. Do not vortex Solution B. 
· Solution A
· Factor Mix
· Ribosomes (EC singleton - 6/7/23)
· Kasugamycin
· Thiostrepton
· Phenol-chloroform purified pKR214
· Dilute ribosomes to 3.077 pmol/uL in H10M10A50 buffer, enough for a final volume of 14 uL per reaction and 40 pmol per reaction.
	
	Concentration (C1)
	Desired Concentration (C2)
	Desired Volume (V2)
	Sample Volume (V1)
	Buffer Volume

	6/7 E. coli
	9.219 pmol/uL
	2.857 pmol/uL
	193.6
	60 uL
	133.6 uL


· Dilute DNA in 0.1xEB to a concentration of 125 ng/uL.
	Sample
	Concentration (C1)
	Desired Conc. (C2)
	Desired Volume (V2)
	Sample Volume (V1)
	Buffer Volume

	Phenol:chloroform purified pKR214
	899.4 ng/uL
	125 ng/uL
	20 uL
	2.78 uL
	17.22


· Prepare stocks of Kasugamycin, Thiostrepton, and DMSO 
· Thiostrepton was 10 mg/mL in DMSO
· Create a Master Mix by adding Solution A, Factor Mix, and the plasmid template to a tube and mix by pipetting. To calculate working volumes, multiply required volumes by 1.2 to account for pipetting error. If you are running an inhibition assay, you can include ribosomes in the Master mix. In this case, combine Solution A, Factor Mix, and the plasmid first, aliquot the negative control, and then add the ribosomes and make the remaining aliquots.
	Master Mix Components
	Volume Each (uL)
	Reactions
	Total Volume (uL)
	Total x1.2

	Solution A
	10
	6
	60+10
	72+10=82

	Factor Mix
	3
	6
	18+3
	21.6+3=24.6

	E. coli ribosomes
	14
	5
	70
	93.6

	Phenol-chloroform purified pKR214
	2
	6
	12+2
	14.4+2=16.4


· Add Master Mix to each tube.
· Add water to respective tubes.
· Add treatment to respective tubes.
	Tube
	Solution A
	Factor Mix
	Ribosomes
	DNA (125 ng/uL)
	Treatment
	H10M10A50 Buffer

	1
	10 uL
	3 uL
	14 uL 6/7 E. coli
	2 uL Phenol:chloroform purified pKR214
	-
	1 uL

	2
	10 uL
	3 uL
	14 uL 6/7 E. coli
	2 uL Phenol:chloroform purified pKR214
	1 uL Thiostrepton
	

	3
	10 uL
	3 uL
	14 uL 6/7 E. coli
	2 uL Phenol:chloroform purified pKR214
	1 uL 132 mM Ksg stock
	

	4
	10 uL
	3 uL
	14 uL 6/7 E. coli
	2 uL Phenol:chloroform purified pKR214
	1 uL 30 mM Ksg stock
	

	5
	10 uL
	3 uL
	14 uL 6/7 E. coli
	2 uL Phenol:chloroform purified pKR214
	1 uL 1.5 mM  Ksg stock
	

	6
	10 uL
	3 uL
	-
	2 uL Phenol:chloroform purified pKR214
	-
	15 uL


· Mix gently and pulse-spin in microfuge to collect mixture at the bottom of the tube
· Incubate at 37C for 2 hours in thermocycler
· Stop the reaction by placing tubes on ice.
· Freeze at -20C.
[bookmark: _Toc161511499]Thursday, March 14, 2024
To Do: 
1. Begin LVS ribosome purification
2. Make 40% sucrose buffer
Results and Data:
[bookmark: _Toc161511500]Ribosome Purification Day One
· Thaw the cell pellets (from 2/12/24) and resuspend it in 2.5 ml H10M10A50 per gram of cells (recommended: add buffer to increase volume for French Press, so it is at least 13 mL per sample). 
· 13 mL were used
· Chill the centrifuge rotor.
· Add 20 ul of 1 U/ul DNase.
· Pass once through the French Press set on high with max pressure set to 1280. Collect the lysate in 50 mL conical tubes then transfer to 30 ml Oakridge tubes (red caps). 
· We turned up the French press to 1400
· The first sample only went up to about 250 on the first pass, so we ran another pass.
· The second sample only went up to about 300, so we ran it twice as well.
· For the third sample, I tightened the pressure valve a little bit more, and for the first pass it went up to about 500 and for the second pass it went up to about 1000. The color of the lysate for this sample was noticeably darker than the other two (see image). In the future, we might have to ensure that the pressure valve is tightened enough. Colby and Kathy will also look at the manual and see if there are any things that need to be replaced (o-rings, etc.).
· Ensure caps and tube rims are dry and balance the Oakridge tubes to within 0.002 g using H10M10A50 buffer.
· Pellet the cell debris in a 70 Ti rotor at 30,000 rpm, 15 minutes, 4 °C. Check the O-rings and add SPINKOTE lubricant if necessary.
· Layer the S30 supernatant avoiding the pellet over a 10 ml sucrose cushion, H10M10A500 + 20% sucrose being sure not to let the two layers mix. 
· The pellet for the third sample looked darker than the others (see image) and less of it had dissolved back into the solution when the supernatant was being removed. This might mean that more lysis leads to easier extraction of the supernatant without extra cellular debris present.
· Ensure caps and tube rims are dry and balance the Oakridge tubes to within 0.002 g using H10M10A50 buffer.
· Centrifuge in a 70 Ti rotor at 40,000 rpm, 4 hours, 4 °C.
· Rinse the ribosome pellet with 10 mL H10M10A50 twice, without disturbing the pellet, and resuspend it in 1.0 ml of H10M10A50. This may take a while. Do not pipet or vortex.
· Microfuge the suspension for 5 minutes at max speed and keep the supernatant.
· Layer 1 ml of ribosomes onto 15 ml H10M10A50 + 40% sucrose.
· Ensure caps and tube rims are dry and balance the Oakridge tubes to within 0.002 g using H10M10A50 buffer.
· Centrifuge in a 70 Ti rotor at 30,000 rpm, 14 hours, 4 °C.
I made more H10M10A50 + 40 % sucrose buffer and more 1M MgCl2.

H10M10A50 + 40 % sucrose
10 mM Hepes KOH pH7.6			2 ml 1M Hepes KOH pH 7.6	400 uL 1M HEPES
10 mM MgCl2				2 ml 1M MgCl2			400 uL  1M MgCl2
50 mM NH4Cl				2 ml 5M NH4Cl			400 uL 5M NH4Cl
Sucrose					80 g				16 g
					H2O to 200 ml			H2O to 40 ml
					200 ml				40 ml

1M MgCl2		203.3 g/mol = 20.33 g/ 100 ml
[bookmark: _Toc161511501]Friday, March 15, 2024
To Do: 
1. Continue LVS ribosome purification
Results and Data:
[bookmark: _Toc161511502]Ribosome Purification Day Two
· Rinse the pellet with 10 mL H10M10A50 twice, without disturbing the pellet.
· Dissolve the ribosome pellet in 250 ul or less (minimal volume, start with 100 uL) of H10M10A50, allowing it to resuspend overnight.
[bookmark: _Toc161511503]Saturday, March 16, 2024
To Do: 
1. Finish LVS ribosome purification
Results and Data:
[bookmark: _Toc161511504]Ribosome Purification Day Three
· Pellet any remaining debris in the microfuge at max speed for 5 mins.
· Save the supernatant without aspirating the pellet.
· Take multiple concentration readings from the supernatant by diluting 2 uL in 198 uL of water (1:100 dilution) twice for each sample and then measuring the concentration of each dilution three times on the Nanodrop.
Table. A260 readings for ribosome samples.
	Sample ID
	ng/µl
	A260 (Abs)

	1a1
	30.8
	0.771

	1a2
	30.8
	0.771

	1a3
	30.3
	0.758

	1b1
	29.6
	0.739

	1b2
	30.8
	0.770

	1b3
	31
	0.775

	2a1
	68.8
	1.721

	2a2
	69.6
	1.739

	2a3
	69.1
	1.726

	2b1
	70
	1.750

	2b2
	68.8
	1.720

	2b3
	70.5
	1.763

	3a1
	62.4
	1.560

	3a2
	62.7
	1.567

	3a3
	65.3
	1.631

	3b1
	65.6
	1.640

	3b2
	62.4
	1.561

	3b3
	63.7
	1.592


Table. Average A260 readings of ribosome samples.
	Sample ID
	Average A260 Reading

	1
	0.764

	2
	1.737

	3
	1.592



· Multiply the average A260 reading for each sample (six measurements) by the dilution factor (100), then divide by 14.5 to give you the concentration in micrograms per microliter. Take that number and divide by 2.7 to get the concentration in pmol per microliter. If the concentration is still too high to read, make a greater dilution and multiply by the appropriate dilution factor.
· Use the calculated concentration to dilute the sample to a concentration of 2.666 pmol/uL, then aliquot the stock in 16 uL volumes into PCR strip tubes. The concentrations for the first two samples was good (above 4 pmol/uL), but the first sample had a lower concentration than the desired working concentration of 2.666 pmol/uL. I need to be more careful during the wash steps to ensure that I am not washing off a significant amount of ribosomes. Sometimes a little orange film remains, but if I resuspend the samples and then spin them at max speed for 5 minutes, there is a small orange pellet that I can discard, so it might be better to be more conservative when washing the ribosome pellets rather than trying to get off all the orange film.
Table. Volume calculations for ribosome samples.
	Sample
	C1
	V1
	C2
	V2
	Buffer

	LVS_1
	1.951
	120
	2.666
	87.84
	-32.16

	LVS_2
	4.436
	120
	2.666
	199.65
	79.65

	LVS_3
	4.066
	120
	2.666
	183.02
	63.02


· Spin the tubes briefly in benchtop microcentrifuge, and freeze at -80 °C.
Table. Sample data for purified ribosomes.
	Sample ID
	Diluted?
	Dilution Ratio
	Date Measured
	A260
	ug/uL
	pmol/uL
	OD600
	Media
	Pellet Weight (g)
	Volume (uL) Purified
	Total Yield (pmol)
	Total Yield (nmol)

	LVS_1
	Y
	1:100
	3/16/2024
	0.764
	5.269
	1.951
	0.535, 0.454
	BHI
	1.71
	120
	234.176
	0.234

	LVS_2
	Y
	1:100
	3/16/2024
	1.737
	11.976
	4.436
	0.507, 0.580
	BHI
	1.98
	120
	532.261
	0.532

	LVS_3
	Y
	1:100
	3/16/2024
	1.592
	10.978
	4.066
	0.522, 0.540
	BHI
	1.82
	120
	487.918
	0.488


[bookmark: _Toc161511505]Monday, March 18, 2024
To Do: 
1. Read Ksg inhibition assay
2. Make hemoglobin and CHAH plates
3. Look for equipment for splitting protocol
Results and Data:
I made CHAH and CHAH-Kan plates.

I tried using multi-dispense function with water starting at 60 uL. It seemed to work alright, so I tried using the multi-dispense function for the assay.
Nano-Glo® Luciferase Assay Protocol
· Prepare plate map and list samples and controls
	· 
	1
	2
	3
	4
	5
	6
	7
	8
	9
	10
	11
	12

	A
	1a
	
	1b
	
	1c
	
	5a
	
	5b
	
	5c
	

	B
	
	
	
	
	
	
	
	
	
	
	
	

	C
	2a
	
	2b
	
	2c
	
	6a
	
	6b
	
	6c
	

	D
	
	
	
	
	
	
	
	
	
	
	
	

	E
	3a
	
	3b
	
	3c
	
	
	
	
	
	
	

	F
	
	
	
	
	
	
	
	
	
	
	
	

	G
	4a
	
	4b
	
	4c
	
	
	
	
	
	
	

	H
	
	
	
	
	
	
	
	
	
	
	
	


· Thaw reactions on ice
· Thaw Nano-Glo® Luciferase Assay Buffer and Nano-Glo® Luciferase Assay Substrate on ice – mix by pipetting
· Prepare appropriate volume of reconstituted reagent by combining one volume of substrate with 50 volumes of buffer – mix by pipetting
	# Reactions (R)
	Buffer = R x 50 uL x 1.2
	Substrate = R x 1 uL x 1.2

	6
	360
	7.2


· Add the mixed NanoGlo reagent to PCR tubes in 40 uL volumes corresponding to the number of reactions in the assay
· Bring white 96-well plate, the reconstituted reagent, a waste container, the flash drive, a razor blade, and the reactions on ice as well as a 200 uL multichannel pipettor and tips to the plate reader
· Turn on the plate reader and wait for it to initialize
· Select appropriate protocol
· Add equal volume of assay substrate to reaction volume (30 uL) using the multichannel pipettor and mix by pipetting
· Set timer for 3 minutes
· As the 3 minute incubation is taking place, pipette 18 uL/well three times for each reaction to set up a technical triplicate, changing your tips in between each time you pipette (This time, I used the multi-dispense function, but it wasn’t the most effective, because the total volume required to dispense (54 uL) was too close to the total volume present in the reactions (60 uL), so the pipette drew up some bubbles. Next time, I will pipette singly or use the multi-dispense function with the pipette set to a smaller volume (15-16 uL).)
· Read the plate on the appropriate settings (Note: Ensure luminescence values remain within the linear range of 10^3 and 10^8.)
· Export data as Excel file and save to flash drive
· Save reactions in -20C for future Western blots

[bookmark: _Toc161511507]Figure. Kasugamycin Inhibition Assay Measuring nLuc Luminescence with Translation of pKR214 (T7-tul4-nLuc) by E. coli Ribosomes
The variability for this assay was greater than I would have liked, due to the inaccuracy of the multi-dispense function operating close to the reaction volume. Translation was clearly inhibited by Thiostrepton (lower concentration used than for previous assays, so not complete inhibition). Concentrations of 4.4 mM and 1 mM Ksg exhibited a clear inhibitory effect. Overall, this assay was closer to the first assay (Feb 29) than the second (March 12), so it validated the inhibitory effect of 1 mM and higher concentrations of Ksg and showed that some inaccuracies must have been introduced in the second assay (perhaps by the fact that the ribosomes sat with the Master Mix on ice for about an hour and a half before the treatments were added and the reactions were incubated).
Tuesday, March 19, 2024
To Do: 
1. Look for equipment for splitting protocol
2. Review protocol for tight-coupled ribosomes
3. Reconstitute primers
4. Run colony PCRs (George and Johanyx)
5. Make more patches from 10^16 plates (Johanyx)
Results and Data:


I helped George run a colony PCR to check for mutations in FTL_0544 (PPK) using the primers KROL683 and KROL684. The product will be 3549 if WT, 2212 if ∆FTL_0508.
[bookmark: _Toc161240468]Receiving Primers Protocol
By: Hannah Trautmann
1. Spin primers (KROL683&684) at maximum speed in tabletop centrifuge for 3 minutes so dessicated primers go to the bottom of the tube.
2. Add 0.1x EB to a final concentration of 100 uM. Calculate this by multiplying the reported nm by 10 and adding that volume in ul (i.e. 12.7 nmoles = add 127 uL of 0.1xEB).
3. Put on 42C heat block for 5 minutes to help primers dissolve
4. Vortex and brief spin.
5. Label tubes with KROL numbers on the top and put in the appropriate 100 uM stock box in the -20C freezer.
6. Optional: Make dilution for intended purpose of primer. 
a. If a PCR primer, make a 10 uM stock by diluting 20 uL of the 100 uM stock into 180 uL of 0.1xEB. Label with purple sticker and put in appropriate freezer box.
b. If a sequencing primer, make a 2.5 uM stock by diluting 5 uL of the 100 uM stock into 195 uL of 0.1x EB. Label with blue sticker and put in appropriate freezer box.
7. Put Certificate of Analysis sheet in “Oligos Spec Sheet” binder and shipping sheet in Invoices box.

Colony PCR Testing for Mutations in FTL0544 (PPK)
We conducted colony PCR on samples that had been diluted previously by Kathryn (xx/xx/xx). The patches were scraped up with a sterile wooden stick and used to inoculate PCR tubes with 50 uL of nuclease-free water. The PCR tubes were numbered according to the table below. The water in the tubes was then mixed by vortexing, the tubes were spun briefly in the picofuge, and the samples were heated at 95C for 10 minutes in the thermocycler to lyse the cells. Then, the samples were diluted 1:10 by pipetting 10 uL from the heated samples to new PCR tubes with 90 uL of nuclease-free water. These samples were also mixed by vortexing and briefly spun in the picofuge. Controls included LVS gDNA, LVS from colonies on a negative control transformation plate from 2/6, and the pKR200 plasmid diluted 1:10.

[bookmark: _Toc161240469][bookmark: _Hlk159501233]Table. Reactions for Colony PCR
	Reaction Number
	Plasmid/Region
	Source DNA
	Primers
	Length (bps)

	1
	Checking deletion of FTL_0544
	1.1
	KROL683&684
	3549 or 2212

	2
	Checking deletion of FTL_0544
	1.2
	KROL683&684
	3549 or 2212

	3
	Checking deletion of FTL_0544
	1.3
	KROL683&684
	3549 or 2212

	4
	Checking deletion of FTL_0544
	1.4
	KROL683&684
	3549 or 2212

	5
	Checking deletion of FTL_0544
	1.5
	KROL683&684
	3549 or 2212

	6
	Checking deletion of FTL_0544
	1.6
	KROL683&684
	3549 or 2212

	7
	Checking deletion of FTL_0544
	1.8
	KROL683&684
	3549 or 2212

	8
	Checking deletion of FTL_0544
	1.9
	KROL683&684
	3549 or 2212

	9
	Checking deletion of FTL_0544
	1.10
	KROL683&684
	3549 or 2212

	10
	Checking deletion of FTL_0544
	1.11
	KROL683&684
	3549 or 2212

	11
	Checking deletion of FTL_0544
	1.12
	KROL683&684
	3549 or 2212

	12
	Checking deletion of FTL_0544
	2.1
	KROL683&684
	3549 or 2212

	13
	Control
	LVS colony (from plate from 2/6)
	KROL683&684
	3549

	14
	Control
	LVS gDNA
	KROL683&684
	3549

	15
	Control
	pKR200 plasmid (diluted 1:10)
	KROL683&684
	2212?



[bookmark: _Toc161240470]PCR Protocol (updated 7/1/19)
1. Acquire and label PCR tubes. Be sure to include at least 1 positive and 1 negative control for each PCR experiment.
2. Get a container of ice to keep the components on
3. Acquire the following components and put them on ice, labeling tubes if necessary:
· Molecular grade H2O in 1.5 mL microfuge tube
· KOD/primestar buffer
· dNTPs
· oligo F (10uM)
· oligo R (10uM)
· template (eg. LVS gDNA, plasmid, colony, etc.) 
· Note: KOD/primestar enzyme should be kept in the freezer until it is used as it is expensive and should be added last
4. Centrifuge the microfuge tubes to get any solution out of the microfuge tube cover 
5. If any of the solutions are frozen, be sure to vortex the microfuge tube in order to dissolve it (tubes with frozen components may not be homogenized)
· DO NOT vortex the enzyme itself or any solution with enzyme because vortexing will expose it to oxygen and degrade it
6. Use PCR_worksheet.xlsx to make establish the specifics of what will be added
· The file is located in the Protocols folder
· Also setup table below to specify which primers and source DNA will be used
7. Add appropriate volume (based on PCR worksheet) of each experiment specific primer (forward and reverse) to PCR tubes
8. Prepare a master-mix in a 1.5 mL microfuge tube by adding the following according to the worksheet and using micropipettes:
· Add ddi H2O
· Add dNTPs
· Add KOD buffer
· Add oligo F (10uM)
· Add oligo R (10uM)
· Add KOD enzyme
9. Mix the master-mix solution by pipetting up and down
· Do not vortex to mix
10. Add appropriate volume of master-mix to each PCR tube (19 uL)
11. Close PCR Tubes until the caps are tight
12. Place the PCR Tubes in the thermocycler on STN 1 – the following settings should be in place:
· Heat at 94 degrees for 2 minutes,
· 94 degrees C for 20 seconds
· 50 degrees C for 30 seconds
· 68 degrees C for 1 minute/kb (3.5 minutes for the 3.5 kb expected product for WT LVS)
· Go back to step 2 
· Repeat 32x
· 68 degrees C for 5 minutes
· 12 degrees C for infinity

	
	Number of samples
	26

	
	Master mix factor
	27

	Components
	Volumes in 1 reaction (uL)
	Volumes in Master Mix (uL)

	H2O
	11.8
	318.6

	5X Primestar GXL buffer
	4
	108

	2.5 mM dNTPS
	1.6
	43.2

	Forward primer (10 uM)
	0.6
	16.2

	Reverse primer (10 uM)
	0.6
	16.2

	Primestar DNA polymerase
	0.4
	10.8

	Cell lysate
	1
	

	Total
	20
	513



Colony PCR Testing for Deletion of FTL0508
I helped Johanyx run a colony PCR on samples that had been patched on CHAH-Kan from CHAH+10% sucrose. The purpose of the colony PCR was to check for deletion of FTL_0508 (UDP-N-acetylmuramate) using the primers KROL681 and KROL682. The product will be 3549 if WT, 2212 if ∆FTL_0508.

We conducted colony PCR on all patches from two CHAH-Kan plates. Both CHAH-Kan plates had twelve patches from colonies that had grown on CHAH+10% sucrose when testing for sucrose selectivity. On the first plate, patch 7 did not grow, so only eleven patches were used from this plate for colony PCR. The patches were scraped up with a sterile wooden stick and used to inoculate PCR tubes with 50 uL of nuclease-free water. The PCR tubes were numbered according to the table below. The water in the tubes was then mixed by vortexing, the tubes were spun briefly in the picofuge, and the samples were heated at 95C for 10 minutes in the thermocycler to lyse the cells. Then, the samples were diluted 1:10 by pipetting 10 uL from the heated samples to new PCR tubes with 90 uL of nuclease-free water. These samples were also mixed by vortexing and briefly spun in the picofuge. Controls included LVS gDNA, LVS from colonies on a negative control transformation plate from 2/6, and the pKR200 plasmid diluted 1:10.

Table. Reactions for Colony PCR
	Reaction Number
	Plasmid/Region
	Source DNA
	Primers
	Length (bps)

	1
	Checking deletion of FTL_0508
	1.1
	KROL681&682
	3549 or 2212

	2
	Checking deletion of FTL_0508
	1.2
	KROL681&682
	3549 or 2212

	3
	Checking deletion of FTL_0508
	1.3
	KROL681&682
	3549 or 2212

	4
	Checking deletion of FTL_0508
	1.4
	KROL681&682
	3549 or 2212

	5
	Checking deletion of FTL_0508
	1.5
	KROL681&682
	3549 or 2212

	6
	Checking deletion of FTL_0508
	1.6
	KROL681&682
	3549 or 2212

	7
	Checking deletion of FTL_0508
	1.8
	KROL681&682
	3549 or 2212

	8
	Checking deletion of FTL_0508
	1.9
	KROL681&682
	3549 or 2212

	9
	Checking deletion of FTL_0508
	1.10
	KROL681&682
	3549 or 2212

	10
	Checking deletion of FTL_0508
	1.11
	KROL681&682
	3549 or 2212

	11
	Checking deletion of FTL_0508
	1.12
	KROL681&682
	3549 or 2212

	12
	Checking deletion of FTL_0508
	2.1
	KROL681&682
	3549 or 2212

	13
	Checking deletion of FTL_0508
	2.2
	KROL681&682
	3549 or 2212

	14
	Checking deletion of FTL_0508
	2.3
	KROL681&682
	3549 or 2212

	15
	Checking deletion of FTL_0508
	2.4
	KROL681&682
	3549 or 2212

	16
	Checking deletion of FTL_0508
	2.5
	KROL681&682
	3549 or 2212

	17
	Checking deletion of FTL_0508
	2.6
	KROL681&682
	3549 or 2212

	18
	Checking deletion of FTL_0508
	2.7
	KROL681&682
	3549 or 2212

	19
	Checking deletion of FTL_0508
	2.8
	KROL681&682
	3549 or 2212

	20
	Checking deletion of FTL_0508
	2.9
	KROL681&682
	3549 or 2212

	21
	Checking deletion of FTL_0508
	2.10
	KROL681&682
	3549 or 2212

	22
	Checking deletion of FTL_0508
	2.11
	KROL681&682
	3549 or 2212

	23
	Checking deletion of FTL_0508
	2.12
	KROL681&682
	3549 or 2212

	24
	Control
	LVS colony (from plate from 2/6)
	KROL681&682
	3549

	25
	Control
	LVS gDNA
	KROL681&682
	3549

	26
	Control
	pKR200 plasmid (diluted 1:10)
	KROL681&682
	2212?



PCR Protocol (updated 7/1/19)
1. Acquire and label PCR tubes. Be sure to include at least 1 positive and 1 negative control for each PCR experiment.
2. Get a container of ice to keep the components on
3. Acquire the following components and put them on ice, labeling tubes if necessary:
· Molecular grade H2O in 1.5 mL microfuge tube
· KOD/primestar buffer
· dNTPs
· oligo F (10uM)
· oligo R (10uM)
· template (eg. LVS gDNA, plasmid, colony, etc.) 
· Note: KOD/primestar enzyme should be kept in the freezer until it is used as it is expensive and should be added last
4. Centrifuge the microfuge tubes to get any solution out of the microfuge tube cover 
5. If any of the solutions are frozen, be sure to vortex the microfuge tube in order to dissolve it (tubes with frozen components may not be homogenized)
· DO NOT vortex the enzyme itself or any solution with enzyme because vortexing will expose it to oxygen and degrade it
6. Use PCR_worksheet.xlsx to make establish the specifics of what will be added
· The file is located in the Protocols folder
· Also setup table below to specify which primers and source DNA will be used
7. Add appropriate volume (based on PCR worksheet) of each experiment specific primer (forward and reverse) to PCR tubes
8. Prepare a master-mix in a 1.5 mL microfuge tube by adding the following according to the worksheet and using micropipettes:
· Add ddi H2O
· Add dNTPs
· Add KOD buffer
· Add oligo F (10uM)
· Add oligo R (10uM)
· Add KOD enzyme
9. Mix the master-mix solution by pipetting up and down
· Do not vortex to mix
10. Add appropriate volume of master-mix to each PCR tube (19 uL)
11. Close PCR Tubes until the caps are tight
12. Place the PCR Tubes in the thermocycler on STN 1 – the following settings should be in place:
· Heat at 94 degrees for 2 minutes,
· 94 degrees C for 20 seconds
· 50 degrees C for 30 seconds
· 68 degrees C for 1 minute/kb (3.5 minutes for the 3.5 kb expected product for WT LVS)
· Go back to step 2 
· Repeat 32x
· 68 degrees C for 5 minutes
· 12 degrees C for infinity

	
	Number of samples
	26

	
	Master mix factor
	27

	Components
	Volumes in 1 reaction (uL)
	Volumes in Master Mix (uL)

	H2O
	11.8
	318.6

	5X Primestar GXL buffer
	4
	108

	2.5 mM dNTPS
	1.6
	43.2

	Forward primer (10 uM)
	0.6
	16.2

	Reverse primer (10 uM)
	0.6
	16.2

	Primestar DNA polymerase
	0.4
	10.8

	Cell lysate
	1
	

	Total
	20
	513




Wednesday, March 20, 2024
To Do: 
1. Read Ksg inhibition assay
2. Make hemoglobin and CHAH plates
3. Look for equipment for splitting protocol
Results and Data:
I made CHAH and CHAH-Kan plates.
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