1. Go over the broad strokes of what my lab is set on doing / where we are looking for funding on it. 
Current work is R01 renewal, for my lab that focuses on studying NAD+ release by streptococci and uptake by Hpara. We also will look at cooperative catabolism of salivary carbohydrates by Hp-Streptococcus pairs and broader mixed communities. We will continue to enhance the oral SUPP plaque in vitro model to study this.
Our other R21 project is to investigate Hp-Sm interx impact on host immune responses and phagocytosis. 

2. Bring up some potential areas we could move into and get your opinions on feasibility.
We also wish to expand in vitro plaque model work by doing metatranscriptomics on host donor samples vs in vitro plaque to find which microbes still have similar gene expression profiles to in vivo / where they differ. We also plan to do CLASI-FISH using this model to determine if major reproducible spatial associations are still upheld and ones that are not. 
Apart from what we put into the R21 there are also some data on Hp genes essential for complement resistance, nearly all involved with LPS assembly. This is a good potential route to collaboration (Fata?) but I need to hire someone with expertise for this to be productive. 
Hp TnSeq library is available to be used for cocultivation experiments, tests in the in vitro model, tests with post-phagocyte exposure and a great number of other things. Potential use in a colitis model?? 
What is the “best” oral pathogen to move into to counterpoint our work with health association? Am reluctant to jump into Pg, but maybe its fine? Endodontic failures with E. faecalis are attractive, but concerns there about the field. 
Diabetic foot wound work is there, but need to get a firm lock on a clinical collaborator, and money to move with it before anything could occur. This could be expensive up front thus is not our primary goal right now. 
I am sitting on a lot of RNASeq data, looking for more to do with it, brainstorming with Gina Lewin soon about this. Pan-streptococcal responses, Hp generalized responses to Strep are obvious ones. Leveraging existing metatranscriptome datasets is also a desired goal. Currently working with Alex Valm on publishing an RNASeq analysis study we did with Cmat. 

3. General mid-career advice. I mostly was left alone on the research side as junior faculty and didn't really get much input or training beyond the initial grant workshops etc. 
Just looking for advice on staffing+spending, working in lab vs not. 



